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32 


Gin 


Ser 


Val 


Thr 


Gin 


Pro 


Asp 


Ala 


Arg 


Val 


Thr Val Ser Glu Gly Ala 


33 


1 








5 










10 






15 




36 


Ser 


Leu 


Gin 


Leu 


Arg 


Cys 


Lys 


Tyr 


Ser 


Tyr 


Ser Ala Thr 


Pro 


Tyr Leu 


37 








20 










25 






30 






40 


Phe 


Trp 


Tyr 


Val 


Gin 


Tyr 


Pro 


Gin Gly 


Leu 


Gin Leu Leu 


Leu 


Lys 


Tyr 


41 






35 










40 






45 








44 


Tyr 


Ser 


Gly 


Asp 


Pro 


Val 


Val 


Gin Gly 


Val 


Asn Gly Phe 


Glu 


Ala 


Glu 


45 




50 










55 








60 








48 


Phe 


Ser 


Lys 


Ser 


Asn 


Ser 


Ser 


Phe 


His 


Leu 


Arg Lys Ala 


Ser 


Val 


His 


49 


65 










70 










75 






80 


52 


Trp 


Ser 


Asp 


Ser 


Ala 


Val 


Tyr 


Phe 


Cys 


Ala 


Val Ser Gly 


Phe 


Ala 


Ser 


53 










85 










90 






95 




56 


Ala 


Leu 


Thr 


Phe 


Gly 


Ser 


Gly 


Thr 


Lys 


Val 


He Val Leu 


Pro 


Tyr 


He 


57 








100 










105 






110 






60 


Gin 


Asn 


Pro 


Glu 


Pro 


Ala 


Val 


Tyr 


Ala 


Leu 


Lys Asp Pro 


Arg 


Ser 


Gin 


61 






115 










120 






125 








64 


Asp 


Ser 


Thr 


Leu 


Cys 


Leu 


Phe 


Thr 


Asp 


Phe 


Asp Ser Gin 


He 


Asn 


Val 


65 




130 










135 








140 








68 


Pro 


Lys 


Thr 


Met 


Glu 


Ser 


Gly 


Thr 


Phe 


He 


Thr Asp Ala Thr Val 


Leu 


69 


145 










150 










155 






160 


72 


Asp 


Met 


Lys 


Ala 


Met 


Asp 


Ser 


Lys 


Ser 


Asn 


Gly Ala He 


Ala 


Trp 


Ser 


73 










165 










170 






175 




76. 


Asn 


Gin 


Thr 


Ser 


Phe 


Thr 


Cys 


Gin Asp 


He 


Phe Lys Glu 


Thr 


Asn 


Ala 


77 
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80 Thr Tyr Pro Ser Ser Asp Val Pro 

81 195 200 

84 <210> SEQ ID NO: 2 

85 <211> LENGTH: 236 

86 <212> TYPE: PRT 

87 <213> ORGANISM: Mus mus cuius 
89 <400> SEQUENCE: 2 

91 Met Lys Arg Leu Leu Cys Ser Leu Leu Gly Leu Leu Cys Thr Gin Val 

92 1 5 10 15 

95 Cys Trp Val Lys Gly Gin Gin Val Gin Gin Ser Pro Ala Ser Leu Val 

96 20 25 30 

99 Leu Gin Glu Gly Glu Asn Ala Glu Leu Gin Cys Asn Phe Ser Ser Thr 



100 






35 










40 








45 








103 


Ala 


Thr 


Arg 


Leu 


Gin 


Trp 


Phe 


Tyr 


Gin 


Arg Pro 


Gly 


Gly 


Ser 


Leu 


Val 


104 




50 










55 








60 










107 


Ser 


Leu 


Leu 


Tyr Asn 


Pro 


Ser 


Gly Thr 


Lys His 


Thr 


Gly 


Arg 


Leu 


Thr 


108 


65 










70 








75 










80 


111 


Ser 


Thr 


Thr 


Val 


Thr 


Lys 


Glu 


Arg Arg 


Ser Ser 


Leu 


His 


He 


Ser 


Ser 


112 


t ■ . 








85 . 










90 , 








95 




115 


r* * 
OC1 


Gin 


Thr 


Thr 


T. -. . 

nop 


3ex 




Thr 


Tyr 


Phe Cy S 


Ala 


Thr 


Ser 


Ser 


Vol 


116 








100 










105 








110 






119 


Asn 


Thr 


Gly 


Asn 


Tyr 


Lys 


Tyr 


Val 


Phe 


Gly Ala 


Gly 


Thr 


Arg 


Leu 


Lys 


120 






115 










120 








125 








123 


Val 


He 


Ala 


His 


He 


Gin 


Asn 


Pro 


Glu 


Pro Ala 


Val 


Tyr 


Gin 


Leu 


Lys 


124 




130 










135 








140 










127 


Asp 


Pro 


Arg 


Ser 


Gin 


Asp 


Ser 


Thr 


Leu 


Cys Leu 


Phe 


Thr 


Asp 


Phe 


Asp 


128 


145 










150 








155 










160 


131 


Ser 


Gin 


He 


Asn 


Val 


Pro 


Lys 


Thr 


Met 


Glu Ser 


Gly 


Thr 


Phe 


He 


Thr 


132 










165 










170 








175 




135 


Asp 


Lys 


Thr 


Val 


Leu 


Asp 


Met 


Lys 


Ala 


Met Asp 


Ser 


Lys 


Ser 


Asn 


Gly 


136 








180 










185 








190 






139 


Ala 


He 


Ala 


Trp 


Ser 


Asn 


Gin 


Thr 


Ser 


Phe Thr 


Cys 


Gin 


Asp 


He 


Phe 


140 






195 










200 








205 








143 


Lys 


Glu 


Thr 


Asn 


Ala 


Thr 


Tyr 


Pro 


Ser 


Ser Asp 


Val 


Pro 


Cys 


Asp 


Ala 


144 




210 










215 








220 










147 


Thr 


Leu 


Thr 


Glu 


Lys 


Ser 


Phe 


Glu 


Thr 


Asp Met 


Asn 










148 


225 










230 








235 












151 


<210> SEQ ID NO 


: 3 






















152 


<211> LENGTH: 196 






















153 


<212> TYPE: 


PRT 
























154 


<213> ORGANISM: 


Homo sapiens 
















156 


<400> SEQUENCE: 


3 






















158 


Gin 


Gin 


Val 


Lys 


Gin 


Asn 


Ser 


Pro 


Ser 


Leu Ser 


Val 


Gin 


Glu 


Gly 


Arg 


159 


1 








5 










10 








15 




162 


He 


Ser 


He Leu Asn Cys Asp 


Tyr 


Thr 


Asn Ser 


Met 


Phe 


Asp 


Tyr 


Phe 


163 








20 










25 








30 






166 


Leu Trp 


Tyr Lys 


Lys 


Tyr 


Pro 


Ala 


Glu 


Gly Pro 


Thr 


Phe 


Leu 


He 


Ser 


167 






35 










40 








45 








170 


He 


Ser 


Ser 


He 


Lys 


Asp 


Lys 


Asn 


Ala 


Asp Gly 


Arg 


Phe 


Thr 


Val 


Phe 
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171 




50 










55 










60 










174 


Leu 


Asn 


Lys 


Ser 


Ala 


Lys 


His 


Leu 


Ser 


Leu 


His 


He 


Val 


Pro 


Ser 


Gin 


175 


65 










70 










75 










80 


178 


Pro Gly Asp Ser Ala Val 


Tyr 


Phe 


Cys 


Ala 


Ala 


Met 


Glu 


Gly 


Ala 


Gin 


179 










85 










90 










95 




182 


Lys 


Leu 


Val 


Phe Gly Gin Gly Thr 


Arg 


Leu 


Thr 


He 


Asn 


Pro 


Asn 


He 


183 








100 










105 










110 






186 


Gin 


Asn 


Pro Asp 


Pro 


Ala 


Val 


Tyr 


Gin 


Leu 


Arg 


Asp 


Ser 


Lys 


Ser 


Ser 


187 






115 










120 










125 








190 


Asp 


Lys 


Ser 


Val 


Cys 


Leu 


Phe 


Thr 


Asp 


Phe 


Asp 


Ser 


Gin 


Thr 


Asn 


Val 


191 




130 










135 










140 










194 


Ser 


Gin 


Ser 


Lys 


Asp 


Ser 


Asp 


Val 


Tyr 


He 


Thr 


Lys 


Thr 


Val 


Leu 


Asp 


195 


145 










150 










155 










160 


198 


Met Asp 


Ser 


Met 


Asp 


Phe 


Lys 


Ser 


Asn 


Ser 


Ala 


Val 


Ala 


Trp 


Ser 


Asn 


199 










165 










170 










175 




202 


Lys 


Ser Asp 


Phe 


Ala 


Cys 


Ala 


Asn 


Ala 


Phe 


Asn 


Asn 


Ser 


He 


He 


Pro 


203 








180 










185 










190 






206 


Glu Asp Thr 


Phe 


























2 07. 






195 




























210 




; 4 
























211 


<211> LENGTH: 236 
























212 


<212> TYPE: 


PRT 


























213 


<213> ORGANISM: 


MUS 


musculus 


















215 


<400> SEQUENCE: 


4 
























217 


Glu 


Ala 


Ala 


Val 


Thr 


Gin 


Ser 


Pro 


Arg 


Asn 


Lys 


Val 


Ala 


Val 


Thr 


Gly 


218 


1 








5 










10 










15 




221 


Gly 


Lys 


Val 


Thr 


Leu 


Ser 


Cys 


Asn 


Gin 


Thr 


Asn 


Asn 


His 


Asn 


Asn 


Met 


222 








20 










25 










30 






225 


Tyr 


Trp 


Tyr 


Arg 


Gin Asp 


Thr 


Gly 


His 


Gly 


Leu 


Arg 


Leu 


He 


His 


Tyr 


226 






35 










40 










45 








229 


Ser 


Tyr 


Gly 


Ala 


Gly Ser 


Thr 


Glu 


Lys 


Gly 


Asp 


He 


Pro 


Asp 


Gly 


Tyr 


230 




50 










55 










60 










233 


Lys 


Ala 


Ser 


Arg 


Pro 


Ser 


Gin 


Glu 


Asn 


Phe 


Ser 


Leu 


He 


Leu 


Glu 


Leu 


234 


65 










70 










75 










80 


237 


Ala 


Thr 


Pro 


Ser 


Gin 


Thr 


Ser 


Val 


Tyr 


Phe 


Cys 


Ala 


Ser 


Gly 


Gly 


Gly 


238 










85 










90 










95 




241 


Gly 


Thr 


Leu 


Tyr 


Phe Gly 


Ala 


Gly 


Thr 


Arg 


Leu 


Ser 


Val 


Leu 


Glu 


Asp 


242 








100 










105 










110 






245 


Leu 


Arg 


Asn 


Val 


Thr 


Pro 


Pro 


Lys 


Val 


Ser 


Leu 


Phe 


Glu 


Pro 


Ser 


Lys 


246 






115 










120 










125 








249 


Ala 


Glu 


He 


Ala 


Asn 


Lys 


Gin 


Lys 


Ala 


Thr 


Leu 


Val 


Cys 


Leu 


Ala 


Arg 


250 




130 










135 










140 










253 


Gly 


Phe 


Phe 


Pro 


Asp 


His 


Val 


Glu 


Leu 


Ser 


Trp 


Trp 


Val 


Asn 


Gly 


Lys 


254 


145 










150 










155 










160 


257 


Glu 


Val 


His 


Ser 


Gly Val 


Ser 


Thr 


Asp 


Pro 


Gin 


Ala 


Tyr 


Lys 


Glu 


Ser 


258 










165 










170 










175 




261 


Asn 


Tyr 


Ser 


Tyr 


Cys 


Leu 


Ser 


Ser 


Arg 


Leu 


Arg 


Val 


Ser 


Ala 


Thr 


Phe 


262 








180 










185 










190 






265 


Trp 


His 


Asn 


Pro 


Arg Asn 


His 


Phe 


Arg 


Cys 


Gin 


Val 


Gin 


Phe 


His 


Gly 
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266 195 200 205 

269 Leu Ser Glu Glu Asp Lys Trp Pro Glu Gly Ser *Pro Lys Pro Val Thr 

270 210 215 220 

273 Gin Asn lie Ser Ala Glu Ala Trp Gly Arg Ala Asp 

274 225 230 235 

277 <210> SEQ ID NO: 5 

278 <211> LENGTH: 307 

279 <212> TYPE: PRT 

280 <213> ORGANISM: Mus musculus 
282 <400> SEQUENCE: 5 



284 


Leu 


Met 


Asn 


Lys 


Trp 


Val 


Phe 


Cys 


Trp 


Val 


Thr 


Leu 


Cys 


Leu 


Leu 


Thr 


285 


1 








5 










10 










15 




288 


Val 


Glu 


Thr 


Thr 


His 


Gly 


Asp 


Gly 


Gly 


He 


He 


Thr 


Gin 


Thr 


Pro 


Lys 


289 








20 










25 










30 






292 


Phe 


Leu 


He 


Gly 


Gin 


Glu 


Gly 


Gin 


Lys 


Leu 


Thr 


Leu 


Lys 


Cys 


Gin 


Gin 


293 






35 










40 










45 








296 


Asn 


Phe 


Asn 


His 


Asp 


Thr 


Met 


Tyr 


Trp 


Tyr 


Arg 


Gin 


Asp 


Ser 


Gly 


Lys 


297 




50 










55 










60 










^00 


Gly 


Leu 


Arg 


Leu 


He 


Tyr 


Tyr 


Ser 


He 


Thr 


Glu 


Asn 


Asp 


Leu 


Gin 


Lys 


3 G 1 


65 










70 










75 










80 


304 


Gly 


Asp 


Leu 


Ser 


Glu 


Gly 


Tyr 


Asp 


Ala 


Ser Arg 


Glu 


Lys 


Lys 


Ser 


Ser 


305 










85 










90 










95 




308 


Phe 


Ser 


Leu 


Thr 


Val 


Thr 


Ser 


Ala 


Gin Lys Asn 


Glu 


Met 


Ala 


Val 


Phe 


309 








100 










105 










110 






312 


Leu 


Cys 


Ala 


Ser 


Gly 


Asp 


Trp 


Gly 


Tyr 


Glu 


Gin 


Tyr 


Phe 


Gly 


Pro 


Gly 


313 






115 










120 










125 








316 


Thr 


Arg 


Leu 


Thr 


Val 


Leu 


Glu 


Asp 


Leu Arg 


Asn 


Val 


Thr 


Pro 


Pro 


Lys 


317 




130 










135 










140 










320 


Val 


Ser 


Leu 


Phe 


Glu 


Pro 


Ser 


Lys 


Ala 


Glu 


He 


Ala 


Asn 


Lys 


Gin 


Lys 


321 


145 










150 










155 










160 


324 


Ala 


Thr 


Leu 


Val 


Cys 


Leu 


Ala 


Arg 


Gly Phe 


Phe 


Pro 


Asp 


His 


Val 


Glu 


325 










165 










170 










175 




328 


Leu 


Ser 


Trp 


Trp 


Val 


Asn 


Gly 


Lys 


Glu 


Val 


His 


Ser 


Gly 


Val 


Ser 


Thr 


329 








180 










185 










190 






332 


Asp 


Pro 


Gin 


Ala 


Tyr 


Lys 


Glu 


Ser 


Asn 


Tyr 


Ser 


Tyr 


Cys 


Leu 


Ser 


Ser 


333 






195 










200 










205 








336 


Arg 


Leu 


Arg 


Val 


Ser 


Ala 


Thr 


Phe 


Trp 


His 


Asn 


Pro 


Arg 


Asn 


His 


Phe 


337 




210 










215 










220 










340 


Arg 


Cys 


Gin 


Val 


Gin 


Phe 


His 


Gly 


Leu 


Ser 


Glu 


Glu 


Asp 


Lys 


Trp 


Pro 


341 


225 










230 










235 










240 


344 


Glu 


Gly 


Ser 


Pro 


Lys 


Pro 


Val 


Thr 


Gin 


Asn 


He 


Ser 


Ala 


Glu 


Ala 


Trp 


345 










245 










250 










255 




348 


Gly 


Arg 


Ala 


Asp 


Cys 


Gly 


He 


Thr 


Ser 


Ala 


Ser 


Tyr 


His 


Gin 


Gly 


Val 


349 








260 










265 










270 






352 


Leu 


Ser 


Ala 


Thr 


He 


Leu 


Tyr 


Glu 


He 


Leu 


Leu 


Gly 


Lys 


Ala 


Thr 


Leu 


353 






275 










280 










285 








356 


Tyr 


Ala 


Val 


Leu 


Val 


Ser 


Gly 


Leu 


Val 


Leu 


Met 


Ala 


Met 


Val 


Lys 


Lys 


357 




290 










295 










300 











.-5 



360 Lys Asn Ser 
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361 305 

364 <210> SEQ ID NO: 6 

365 <211> LENGTH: 244 

366 <212> TYPE: PRT 

367 <213> ORGANISM: Homo sapiens 
369 <400> SEQUENCE: 6 



371 


Asn 


Ala 


Gly 


Val 


Thr 


Gin 


Thr 


Pro 


Lys 


Phe 


Gin 


Val 


Leu 


Lys 


Thr 


Gly 


372 


1 








5 










10 










15 




375 


Gin 


Ser 


Met 


Thr 


Leu 


Gin 


Cys 


Ala 


Gin 


Asp 


Met 


Asn 


His 


Glu 


Tyr 


Met 


376 








20 










25 










30 






379 


Ser 


Trp 


Tyr 


Arg 


Gin 


Asp 


Pro Gly 


Met 


Gly 


Leu 


Arg 


Leu 


He 


His 


Tyr 


380 






35 










40 










45 








383 


Ser 


Val 


Gly 


Ala 


Gly 


He 


Thr 


Asp 


Gin 


Gly 


Glu 


Val 


Pro 


Asn 


Gly 


Tyr 


384 




50 










55 










60 










387 


Asn 


Val 


Ser 


Arg 


Ser 


Thr 


Thr 


Glu 


Asp 


Phe 


Pro 


Leu 


Arg 


Leu 


Leu 


Ser 


388 


65 










70 










75 










80 


391 


Ala 


Ala 


Pro 


Ser 


Gin 


Thr 


Ser 


Val 


Tyr 


Phe 


Cys 


Ala 


Ser 


Ser 


Tyr 


Pro 


392 










85 










90 










95 




395 


Gly 


Gly 


Gly 


Phe 


Tyr 


Glu 


Gin 


Tyr 


Phe 


Gly 


Pro 


Clv 


Thr 


Arg 


Leu 


Thr 


356 








100 




















I1C 






399 


Val 


Thr 


Glu 


Asp 


Leu 


Lys 


Asn 


Val 


Phe 


Pro 


Pro 


Glu 


Val 


Ala 


Val 


Phe 


400 






115 










120 










125 








403 


Glu 


Pro 


Ser 


Glu 


Ala 


Glu 


He 


Ser 


His 


Thr 


Gin 


Lys 


Ala 


Thr 


Leu 


Val 


404 




130 










135 










140 










407 


Cys 


Leu 


Ala 


Thr 


Gly 


Phe 


Tyr 


Pro 


Asp 


His 


Val 


Glu 


Leu 


Ser 


Trp 


Trp 


408 


145 










150 










155 










160 


411 


Val 


Asn 


Gly 


Lys 


Glu 


Val 


His 


Ser 


Gly 


Val 


Ser 


Thr 


Asp 


Pro 


Gin 


Pro 


412 










165 










170 










175 




415 


Leu 


Lys 


Glu 


Gin 


Pro 


Ala 


Leu 


Asn 


Asp 


Ser 


Arg 


Tyr 


Ala 


Leu 


Ser 


Ser 


416 








180 










185 










190 






419 


Arg 


Leu 


Arg 


Val 


Ser 


Ala 


Thr 


Phe 


Trp 


Gin 


Asp 


Pro 


Arg 


Asn 


His 


Phe 


420 






195 










200 










205 








423 


Arg 


Cys 


Gin 


Val 


Gin 


Phe 


Tyr Gly 


Leu 


Ser 


Glu 


Asn 


Asp 


Glu 


Trp 


Thr 


424 




210 










215 










220 










427 


Gin 


Asp 


Arg 


Ala 


Lys 


Pro 


Val 


Thr 


Gin 


He 


Val 


Ser 


Ala 


Glu 


Ala 


Trp 


428 


225 










230 










235 










240 


431 


Gly 


Arg 


Ala 


Asp 
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